Importance of electrostatic interactions for virus assembly and structure
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Viruses incarnate the versatile and tunable nature of protein-protein and protein-DNA/RNA
interactions. These need to be precisely evolutionary adjusted to suit each stage of the virus „lifecycle“ [1]. Some of the proteins encoded by virus genome perform enzymatic function, but some of
them, capsid proteins in particular, need to be specifically shaped and physically designed to interact
appropriately with other proteins, cellular membrane, and the virus genome. In that respect,
electrostatic interactions are of importance as the genome is negatively charged, and geometrical
distribution of charge on the proteins may steer the assembly and stabilize the assembled structure
in a functional state [2]. I shall discuss some of the roles electrostatic interactions play in an
assembled virus [1,2,3,4] and in the process of the assembly [5,6].
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